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e sigminer (https://cran.r-project.org/package=sigminer): mutational signature analysis and
visualization in R.

e ezcox (https:/cran.r-project.org/package=ezcox): operate a batch of univariate or multi-
variate Cox models and return tidy result.

e DoAbsolute (https:/github.com/ShixiangWang/DoAbsolute): automate ABSOLUTE call-
ing for multiple samples in parallel way.

e metawho (https://cran.r-project.org/package=metawho): simple R implementation of
“Meta-analytical method to Identify Who Benefits Most from Treatments”.

e UCSCXenaTools (https://cran.r-project.org/package=UCSCXenaTools): an R package for
downloading and exploring data from UCSC Xena data hubs.

e UCSCXenaShiny (https://cran.r-project.org/package=UCSCXenaShiny): a Shiny based on
UCSCXenaTools.

e contribution (https://cran.r-project.org/package=contribution): generate contribution ta-
ble for credit assignment in a project.

* loon (https://pypi.org/project/loon/): a Python toolkit for operating remote host based on
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SSH.
e sync-deploy (https:/github.com/ShixiangWang/sync-deploy): a Shell toolkit for deploy-
ing script/command task on a remote host, including up/download files, run script and

more.
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